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000450 0.00017 000068 Both the “barcode” region and a longer cox1-cox2
separate L. lineolaris into two genetic clades

0.00623 0.00762 0.00017

0.00410  0.00683 0.00260 o

Major haplotypes of clades separated by 3

000938 001043 001028 000129 substitutions (barcode) and 6 substitutions (cox1- =
cox2) - =0.5%

Intermediate genotypes are rare
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Mating barriers unknown
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